EMBL’'s European Bioinformatics Institute (EMBL-EBI)

ProtVista for Everyone: Get Involved!
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ProtVista now Improvements coming in 2026
ProtVista is a web component that provides a unified, streamlined interface for We are actively developing a no-code, fully customisable platform making
exploring protein annotations and structures. While it currently integrates it easy for anyone to incorporate and visualize diverse external data. We
UniProt and EMBL-EBI data, our next step is to facilitate access to other data would love community input to shape it!
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» PDBe 3D structure

Modular API for advanced users
Advanced users inject custom logic for their data needs.

l
i
|
i
|
|
j
I 11]
it
P?
1l
i
*
=~ @)
A Z /

coverage
» AlphaFold ConnEE 1 EEEEC 0 EEEE T EEEE . . Custom styling and canvas rendering
» AlphaMissense CHIRTT QO AT T B LT T T T T TTITR JRAR T Use modern style web standards for custom themes and
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Interface. Canvas for optimized performance.

Interactive playground
Live demo to play and interact with ProtVista without needing to
touch any code.

Accessibility & WCAG compliance
Keyboard navigation, colour-blind-friendly palettes, ARIA
labelling, and screen-reader support.
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Help shape ProtVista Try it out Reach out

e Give us your opinion e Create your configfile e Virtual monthly drop-in
e What would be useful to e Point at your own data (API office hours
you? or local files) e Visit our repository
e Online hackathon e View ProtVista within your for more information
7-9 October 2026 browser e Fork and contribute

e Contribute changes to the

S codebase ) U y

Survey GitHub
.
AI Integration: interactive ProtVista widgets within LLM chat interfaces “f "f
Interoperability with MolViewSpec: Toward unified 1D-3D workflows [0) i aiii, [8) 5 Fi ¥
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